SUPPLEMENTARY MATERIALS Plasmids
For luciferase reporter gene assays, pGL3-promoter constructs with the c-MYB binding sites of 4 × MBS2 or 4 × MBS2mut enclosed in the SKI gene regulatory regions were generated. Synthetic oligonucleotides with four consecutive sites of MBS2 unmutated or mutated were inserted in the SmaI restriction site upstream of the SV40 promoter of the pGL3-promoter vector.
ChIPseq analyses
We obtained raw fastq files from the gene expression omnibus (GEO) database under the accession number GSE59657 [1] . Raw reads were aligned with Bowtie2 (v.2.0.0-beta7) [2] to a human reference genome from the ensembl data base, revision 86. Subsequently, aligned reads were deduplicated to the expected number of duplicate reads based on a binomial distribution estimate. The effective reads were then used as input for the peak caller MACS (v.1.4.0rc2) [3] , which was used to identify enriched "peak" regions within the alignments. Regions containing peaks of interest were visualized using the IGV genome browser (v.2.3).
Luciferase reporter assay
For luciferase reporter gene assays, HEK293T cells were co-transfected with pGL3-promotor-4 × MBS2 or 4 × MBS2mut constructs and pcDNA3-empty or pcDNA3-c-MYB. After 48 h luciferase activity was measured using the Dual Luciferase Reporter Assay System (Promega). Firefly luciferase (pGL3) activity was normalized to total protein concentration. Total protein concentration of each sample was determined by bicinchoninic acid assay (BCA assay) with BSA standard curve. The results were depicted relative to mock transfected cells.
RNA interference and overexpression experiments
For knockdown of MYB, U937 cells (1 × 10 6 ) were transfected with 100 nM siRNA via Amaxa Nucleofector technology (Lonza, Basel, Switzerland) and harvested 24 h after transfection. Human MYB siRNApool (M-003910-00) and non-targeting siRNA #5 (D-001210-05) were purchased from Dharmacon (GE Healthcare). 
